Synthesis and Characterisation
L-Lysine methyl ester was synthesised according to literature methods. 1 2935m, 1740m, 1712w, 1687s, 1649s, 1518s, 1454w, 1366m, 1332w, 1292m, 1244s, 1212w, 1165s, 1045m, 1022m, 865w, 755m, 700m, 651m, 598w, 516w, 476w 
General Method for Saponification of the Methyl Ester to Yield Target Peptide Acids
The dipeptide methyl ester (0.50 g, 1 equivalent) ( : 3287m, 2930m, 1663s, 1628s, 1538s,   1455w, 1392m, 1366m, 1288m, 1247m, 1165s, 1087w, 1053m, 1020m, 857w, 742m, 698s 
Thermodynamic Analysis of Variable Temperature NMR Data
VT NMR spectra were measured under conditions in which probe temperature was increased at a rate of 1ºC/min, and probe temperature was equilibrated for 5 minutes prior to measurement of the spectrum.
In terms of theory, for an ideal solution, the solubility (Sol) at a given temperature can be expressed by the van't Hoff equation (1).
H diss and S diss denote the molar enthalpy and the molar entropy for the dissolution process (i.e., gel-sol transformation), T eq is the equilibrium temperature and R is the gas constant. The solubility is estimated as the concentration of mobile peptide gelator as determined by VT NMR referenced to the integration of mobile standard diphenylmethane. The van't Hoff plots of lnSol against 1/T for the systems under investigation are shown in Figure S4 . These plots can be used to calculate H diss and S diss via their gradients and intercepts. The significant differences thermodynamics of the systems under investigation are clearly evident from this graph.
